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f v<160> 9 

<170> Patentln Ver. 2.0 



<210> 1 

<211> 5399 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (2) . . (2551) 

<223> Cell Line KG-1 



<400> 1 ^ AQ 

a gaa ttt tea aat cct gaa act cag aat ctg gat gec atg gaa caa gtt 49 

Glu Phe Ser Asn Pro Glu Thr Gin Asn Leu Asp Ala Met Glu Gin Val 

! 5 10 15 

ggt ctg gaa tec tta cag ttt gac tat cct ggt aat cag gta cca atg 97 
Gly Leu Glu Ser Leu Gin Phe Asp Tyr Pro Gly Asn Gin Val Pro Met 
20 25 30 



gac tct tea gga get act gta ggc ctt ttt gae tac aat tec cag cag 
Asp Ser Ser Gly Ala Thr Val Gly Leu Phe Asp Tyr Asn Ser Gin Gin 



145 



1 



35 



40 45 



cag etc ttt cag agg act aat gca eta aca gtt caa cag tta act gca 193 
Gin Leu Phe Gin Arg Thr Asn Ala Leu Thr Val Gin Gin Leu Thr Ala 
50 55 60 

get caa cag cag caa tat gca tta gca gca get cag cag cca cat ata 241 
Ala Gin Gin Gin Gin Tyr Ala Leu Ala Ala Ala Gin Gin Pro His He 

70 75 80 

get ggt gta ttc tea gca gge ctt get cca get gca ttt gtg cca aat 289 
Ala Gly Val Phe Ser Ala Gly Leu Ala Pro Ala Ala Phe Val Pro Asn 
85 90 95 

cca tac att att agt get get cct cca ggg acc gat ccg tat act gca 337 
Pro Tyr lie lie Ser Ala Ala Pro Pro Gly Thr Asp Pro Tyr Thr Ala 
100 105 HO 

gca gga ttg get gca gca get aca tta gca ggt cca gca gtg gtt cca 385 
Ala Gly Leu Ala Ala Ala Ala Thr Leu Ala Gly Pro Ala Val Val Pro 

( -tJ 

^ cct' cag tat tac ggc gtt cca tgg ggg gtg tat cca gee aac tta ttt 433 
Pro Gin Tyr Tyr Gly Val Pro Trp Gly Val Tyr Pro Ala Asn Leu Phe 
130 135 140 

cag cag caa get gca get geg gca aat aac aca gee agt cag caa gca 481 
Gin Gin Gin Ala Ala Ala Ala Ala Asn Asn Thr Ala Ser Gin Gin Ala 
145 ' 150 155 160 

gca tea caa get cag cct gga cag caa cag gtt etc cgt get gga gca 529 
Ala Ser Gin Ala Gin Pro Gly Gin Gin Gin Val Leu Arg Ala Gly Ala 
165 170 I 75 

ggt cag cgt cct ctt act ccc aat cag ggt cag caa ggg cag caa gca 577 
Gly Gin Arg Pro Leu Thr Pro Asn Gin Gly Gin Gin Gly Gin Gin Ala 
180 185 190 

gaa tea ctt geg gca get gca gca gca aat cca aca ttg get ttt ggt 625 
Glu Ser Leu Ala Ala Ala Ala Ala Ala Asn Pro Thr Leu Ala Phe Gly 
195 200 205 

cag ggt ctt get act ggc atg cca ggc tat caa gta eta get cca act 673 
Gin Gly Leu Ala Thr Gly Met Pro Gly Tyr Gin Val Leu Ala Pro Thr 
210 215 220 

gec tat tat gat cag act ggt gee tta gtg gtt ggc cct gga gca agg 721 
Ala Tyr Tyr Asp Gin Thr Gly Ala Leu Val Val Gly Pro Gly Ala Arg 



2 



225 230 



235 240 



act ggc ctt gga get cca gtt egg tta atg get cca aca cct gtt tta 769 
Thr Gly Leu Gly Ala Pro Val Arg Leu Met Ala Pro Thr Pro Val Leu 
245 250 255 

att agt tea gca gca gca caa get gca gca gca gca gca get gga gga 817 
lie Ser Ser Ala Ala Ala Gin Ala Ala Ala Ala Ala Ala Ala Gly Gly 
260 265 270 

act gca agt age ctt aca ggc age aca aat ggt etg ttt egg cca att 865 
Thr Ala Ser Ser Leu Thr Gly Ser Thr Asn Gly Leu Phe Arg Pro He 
275 280 285 

ggc act cag cca cca cag cag cag caa cag cag cca age act aat ctg 913 
Gly Thr Gin Pro Pro Gin Gin Gin Gin Gin Gin Pro Ser Thr Asn Leu 
290 295 300 

caa tct aat tea ttt tat gga age agt tct ttg act aat age tee cag 961 
Gin Ser Asn Ser Phe Tyr Gly Ser Ser Ser Leu Thr Asn Ser Ser Gin 

/ jr 

[dfiffiy agt agt tct tta ttt tct cat gga cct ggt caa cct gga agt aca tct 1009 
Ser Ser Ser Leu Phe Ser His Gly Pro Gly Gin Pro Gly Ser Thr Ser 
325 330 335 

ctt ggc ttt gga agt ggt aac tct ttg ggt get get ata ggc tea gee 1057 
Leu Gly Phe Gly Ser Gly Asn Ser Leu Gly Ala Ala He Gly Ser Ala 
340 345 350 

etc agt gga ttt ggt tea tea gtt ggc agt tct gca agt agt agt gee 1105 
Leu Ser Gly Phe Gly Ser Ser Val Gly Ser Ser Ala Ser Ser Ser Ala 
355 360 365 

aca agg aga gag tct eta tct act age tct gac ttg tac aaa aga tct 1153 
Thr Arg Arg Glu Ser Leu Ser Thr Ser Ser Asp Leu Tyr Lys Arg Ser 
370 375 380 

agt age age eta gca ccc ata ggg caa cca ttt tac aat agt ctg gga 1201 
Ser Ser Ser Leu Ala Pro He Gly Gin Pro Phe Tyr Asn Ser Leu Gly 



385 



390 395 400 



ttt tee tee tct cca agt cca ata ggc atg cct etg cca age caa act 1249 
Phe Ser Ser Ser Pro Ser Pro He Gly Met Pro Leu Pro Ser Gin Thr 
405 410 415 

cca gga cat tea ctt acg cca ccg cca tea ctt tea tea cat gga tec 1297 
Pro Gly His Ser Leu Thr Pro Pro Pro Ser Leu Ser Ser His Gly Ser 



3 



420 



425 430 



tea tec agt ttg cat tta gga gga ctg aca aat ggt agt ggt cga tat 1345 
Ser Ser Ser Leu His Leu Gly Gly Leu Thr Asn Gly Ser Gly Arg Tyr 
435 440 445 

ate tct gca gca cct gga gca gaa gca aaa tat cga agt get tea age 1393 
lie Ser Ala Ala Pro Gly Ala Glu Ala Lys Tyr Arg Ser Ala Ser Ser 
450 455 460 

act tec agt eta ttt age tec age age cag etc ttt cct cct tec egg 
Thr Ser Ser Leu Phe Ser Ser Ser Ser Gin Leu Phe Pro Pro Ser Arg 

tin 475 480 

465 470 

ctt egg tat aat agg tct gat att atg cct tct ggc cgc agt aga tta 
Leu Arg Tyr Asn Arg Ser Asp lie Met Pro Ser Gly Arg Ser Arg Leu 
485 490 495 



ttg gaa gat ttc aga aac aac cgc ttc cca aac ctt cag ctt aga gac 
Leu Glu Asp Phe Arg Asn Asn Arg Phe Pro Asn Leu Gin Leu Arg Asp 
t i 500 505 510 

-tcf- 

ttg att gga cat ata gtt gag ttt tct caa gac cag cat ggt tct aga 

Leu He Gly His He Val Glu Phe Ser Gin Asp Gin His Gly Ser Arg 

515 520 525 

ttc ata cag caa aaa eta gag aga get act cca get gag cga cag atg 
Phe lie Gin Gin Lys Leu Glu Arg Ala Thr Pro Ala Glu Arg Gin Met 
530 535 540 

gta ttt aat gaa att ctg caa gca gee tat caa tta atg act gat gtt 
Val Phe Asn Glu He Leu Gin Ala Ala Tyr Gin Leu Met Thr Asp Val 
545 550 555 560 

ttt ggc aac tat gtt ata cag aag ttt ttt gag ttt ggg agt ctg gat 
Phe Gly Asn Tyr Val He Gin Lys Phe Phe Glu Phe Gly Ser Leu Asp 
565 570 575 

caa aaa tta gee ctg get act cgt att cgt ggt cat gtt eta ccc tta 
Gin Lys Leu Ala Leu Ala Thr Arg He Arg Gly His Val Leu Pro Leu 
580 585 590 

gee ttg cag atg tat ggc tgc cgc gtt att cag aaa gca tta gaa tct 
Ala Leu Gin Met Tyr Gly Cys Arg Val He Gin Lys Ala Leu Glu Ser 
595 600 605 

att tct tct gac cag cag agt gaa atg gta aag gag ctg gat ggt cat 
He Ser Ser Asp Gin Gin Ser Glu Met Val Lys Glu Leu Asp Gly His 



1441 



1489 



1537 



1585 



1633 



1681 



1729 



1777 



1825 



1873 



4 



610 



615 620 



gtg etc aaa tgt gtg aaa gat cag aat gga aac cat gtt gta caa aaa 1921 
Val Leu Lys Cys Val Lys Asp Gin Asn Gly Asn His Val Val Gin Lys 
625 630 635 640 

tgt ate gaa tgt gtt cag cca cag tea eta cag ttc ate att gat get 1969 
Cys He Glu Cys Val Gin Pro Gin Ser Leu Gin Phe He He Asp Ala 
645 650 655 



ttc aag gga caa gta ttt gtg ctt tea act cat cct tat ggc tgc aga 
Phe Lys Gly Gin Val Phe Val Leu Ser Thr His Pro Tyr Gly Cys Arg 
660 665 670 

gta att cag cgc ate eta gag cat tgc act gca gaa cag acc tta cct 
Val lie Gin Arg lie Leu Glu His Cys Thr Ala Glu Gin Thr Leu Pro 
675 680 685 

ate tta gaa gaa etc cac caa cat aca gag cag ttg gta cag gat cag 
He Leu Glu Glu Leu His Gin His Thr Glu Gin Leu Val Gin Asp Gin 
690 695 700 

tat ggc aat tat gtt att cag cat gta ctg gaa cac ggt cga cct gaa 
Tvr Gly Asn Tyr Val He Gin His Val Leu Glu His Gly Arg Pro Glu 
705 710 715 720 

gac aag age aaa att gtt tec gaa ate agg gga aag gtt tta gee ctg 
Asp Lys Ser Lys He Val Ser Glu He Arg Gly Lys Val Leu Ala Leu 
725 730 735 

agt caa cac aaa ttt gec age aat gta gta gaa aag tgt gtt act cat 
Ser Gin His Lys Phe Ala Ser Asn Val Val Glu Lys Cys Val Thr His 
740 745 750 

gec tec cgt get gag aga get tta ctg att gac gag gtt tgc tgc cag 
Ala Ser Arg Ala Glu Arg Ala Leu Leu He Asp Glu Val Cys Cys Gin 
755 760 765 

aat gat ggt cct cac agt gec tta tac acc atg atg aag gac cag tat 
Asn Asp Gly Pro His Ser Ala Leu Tyr Thr Met Met Lys Asp Gin Tyr 
770 775 780 

gee aat tac gtg gtt caa aag atg att gat atg get gaa cct get cag 
Ala Asn Tyr Val Val Gin Lys Met He Asp Met Ala Glu Pro Ala Gin 
785 790 795 800 

aga aag ata ate atg cac aag att cga cct cac att act act ttg cgc 
Arg Lys He He Met His Lys He Arg Pro His He Thr Thr Leu Arg 



2017 



2065 



2113 



2161 



2209 



2257 



2305 



2353 



2401 



2449 



5 



805 810 815 

aaa tac aca tac ggg aag cat ata ctg gcc aag ttg gaa aag tat tat 2497 
Lys Tyr Thr Tyr Gly Lys His He Leu Ala Lys Leu Glu Lys Tyr Tyr 
820 825 830 

ttg aag aat age ccg gac eta gga cct att gga gga cca cca aat gga 2545 
Leu Lys Asn Ser Pro Asp Leu Gly Pro He Gly Gly Pro Pro Asn Gly 
835 840 845 

atg ctg taaattacag gagcaagaga aagaagataa tttaaccatg tgaaaagaat 2601 
Met Leu 
850 

ttttttgtgc gtgaattatc aaaacacaac tcaactatga atcttcaatt tttttttaaa 2661 
gcaaaactat ttattgactt tattcatcca tttgtaaatt ttttaaggtt cttgtgtata 2721 
tttggggggt gggggatgaa ttataaatta tattcagccc tgagtggaga cctatcagat 2781 
tggattgctg gcaaagcaca gaatgcctgt atatgatgta actgtatcaa aaataaaaag 2841 
ctgtcacata ttttgtaaat ttttaccttg taaagtcaca aaaatagttt ttaaaggaaa 2901 
aagtacagta ttcttttaat aaactggctc acagtctggt aggtctacaa ccccatagca 2961 
caacaggttt atagagatgt atatagaatt atagtcctta tttttttcct ttgcgtgaaa 3021 
ccttttataa cagattaaca ateaactgea taaatattat taatatttta aaaagagtta 3081 
agttgtattt tgataattca caaactatca tgcaaataac gagtaagtag acaagaataa 3141 
agtggtttga gatgaaaaga acctaacatt atttacagta gatgtggttt taatacaatt 3201 
actgccctaa aatgtctctg gcaatgtaca gaaatattgt atatacttac atatgtaatt 3261 
gttgtaagag ttaaatacaa aatcatggtg acacttccaa ttaagtgcac taaatgaaaa 3321 
gttaagtcac ttattaactt ttcagtttgg tttgcaatga gaaagagtgg aaatttgtat 3381 
tttgttttgc ttatagaatt acagacatgt tgaggaagtg ttgagcttta ttttgctttt 3441 
tcatagaggc agaaagtagg aaccagatag agatgaaaag gggccactga aaagtgaatt 3501 
tgatagctca gcatttaagc atgattacat attcagatag etctttttge tttctataaa 3561 
tatatgeatt gtgtgtgtag taatagatgt aagtttacac tttgaaagga aatcttgttt 3621 



caatgtttat tataaaagcc ttgctaattt agtagtgatg ctttccttgg ttgtacaggt 3681 
gtacatttgt aaaccttcat gctgtaaatg gaatttgttt tatctctttg ggatacattt 3741 
gcattttagt gtacatttac gtccctgccc tctttgacct ggcaatatag tgttgtataa 3801 
tgtaaattta tttctccaaa tcgagagtga ttttttaaaa attttttatc tttatatggt 3861 
ttcagaagta tgaaccagct ttctttttat tattgtgaga tcattttgtt ttataacata 3921 
gttgttgact gttaatatgg acctgctaga atttggatca ctttcaattg aagtcagggt 3981 
attgtgcata atagaaagta ttggactgag atatttggtt accatggagg ccaatgcttt 4041 
tttcatctta ttaaatgtga tgtgactttt ttctttgtac agaagagtac tgtatttttg 4101 
aatagcctac tcccaagtaa gagcaaatct gtatgataac attttttcct ctggacataa 4161 
gacataacag taacacgatg tacatttaca agcggcctta tgtacatttc ccaacaatct 4221 
ttttaaggca aaattgtgac catatgtgta taattaaaat cgtttttaat cctttgccta 4281 
tgaaaatatt ttggaaaaaa acttgctgtg tatattcagt ttctgaaaga taaagaaagt 4341 
gctttgtatt ttgttgaagt cagtattttg tataaacatt tatgttgacc cacttatgtt 4401 
cagtgctgaa aactaaaatg aacatgctat tctgtcagct gaatatggaa gagatctttt 4461 
tttactagag atctgcagaa gaaacgcaat cttctgagca caatatggaa tctaaaggtt 4521 
ttatcactta gttgttcata ttatgaacct aaaaataatg gcataaagtt tggggatgcc 4581 
aggcatactt tttcatgttt ggtgttgagt tattttactt ttctaaccca acattccttg 4641 
gtgagaccat taaatccaaa cacttgtcac cgttccttct catagtcact ctgggtcatc 4701 
agcatgtccc agtcactgca gcaacgcctt gtgtttgttt cattttttta aaacccacac 4761 
aaagccgctg tctcactttt tcctacttta ccaacctcag agtatttcgg cccgtatcga 4821 
acttttgttc tcagtatcag cccatggttt caggatcaaa gctgtcatgt tggagattgg 4881 
taatggcttt cctgtctttg tacagttgaa ttcctagtct tccttcatcc ttgccctctg 4941 
ttggcacagg cattatctct gcaattttag aaaatgacaa gtagagaata ctacattgag 5001 
aaactaaacc ctcttcttgg ggtcctgata ctcattccca tttgtcccag tgctgacaac 5061 



ccaatcttcc caatactttc aggcctgctc tacaaaagta cctgttcttg tagaaatttt 5121 
acagtctgcc attttgggtg cccaccccaa tttttacctt ttagtaagtt ggcatgaaat 5181 
tttggtaaaa tctgaaaatc acatttcaga ataaaacaat tgggcaaaac tacctaggct 5241 
ttactcttga gtgtctcctt ttgataggga ttgtttctgg accagtttgt ctaagtcctg 5301 
gctcttattg gttcatatga aataatgtta acttcacttc tttgtatatt atgtataaat 5361 

5399 

tagaaaatga aaaatgtgtg aataacattg tatgaaat 



<210> 2 
<211> 850 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Glu Phe Ser Asn Pro Glu Thr Gin Asn Leu Asp Ala Met Glu Gin Val 

( fh 5 10 15 



Gly Leu Glu Ser Leu Gin Phe Asp Tyr Pro Gly Asn Gin Val Pro Met 
20 25 30 

Asp Ser Ser Gly Ala Thr Val Gly Leu Phe Asp Tyr Asn Ser Gin Gin 
35 40 45 

Gin Leu Phe Gin Arg Thr Asn Ala Leu Thr Val Gin Gin Leu Thr Ala 
50 55 60 

Ala Gin Gin Gin Gin Tyr Ala Leu Ala Ala Ala Gin Gin Pro His lie 

-„ 75 80 

65 70 

Ala Gly Val Phe Ser Ala Gly Leu Ala Pro Ala Ala Phe Val Pro Asn 
85 90 95 

Pro Tyr He He Ser Ala Ala Pro Pro Gly Thr Asp Pro Tyr Thr Ala 
100 105 HO 

Ala Gly Leu Ala Ala Ala Ala Thr Leu Ala Gly Pro Ala Val Val Pro 
115 120 125 

Pro Gin Tyr Tyr Gly Val Pro Trp Gly Val Tyr Pro Ala Asn Leu Phe 
130 135 I 40 

Gin Gin Gin Ala Ala Ala Ala Ala Asn Asn Thr Ala Ser Gin Gin Ala 
145 150 155 160 

8 



Ala Ser Gin Ala Gin Pro Gly Gin Gin Gin Val Leu Arg Ala Gly Ala 
165 170 175 

Gly Gin Arg Pro Leu Thr Pro Asn Gin Gly Gin Gin Gly Gin Gin Ala 
180 185 190 

Glu Ser Leu Ala Ala Ala Ala Ala Ala Asn Pro Thr Leu Ala Phe Gly 
195 200 205 

Gin Gly Leu Ala Thr Gly Met Pro Gly Tyr Gin Val Leu Ala Pro Thr 
210 215 220 

Ala Tyr Tyr Asp Gin Thr Gly Ala Leu Val Val Gly Pro Gly Ala Arg 
225 230 235 240 

Thr Gly Leu Gly Ala Pro Val Arg Leu Met Ala Pro Thr Pro Val Leu 
245 '250 255 

He Ser Ser Ala Ala Ala Gin Ala Ala Ala Ala Ala Ala Ala Gly Gly 

Jfj 260 265 

Thr Ala Ser Ser Leu Thr Gly Ser Thr Asn Gly Leu Phe Arg Pro He 
275 280 285 

Gly Thr Gin Pro Pro Gin Gin Gin Gin Gin Gin Pro Ser Thr Asn Leu 
290 295 300 

Gin Ser Asn Ser Phe Tyr Gly Ser Ser Ser Leu Thr Asn Ser Ser Gin 
305 310 315 320 

Ser Ser Ser Leu Phe Ser His Gly Pro Gly Gin Pro Gly Ser Thr Ser 
325 330 335 

Leu Gly Phe Gly Ser Gly Asn Ser Leu Gly Ala Ala He Gly Ser Ala 
340 345 350 

Leu Ser Gly Phe Gly Ser Ser Val Gly Ser Ser Ala Ser Ser Ser Ala 
355 360 365 

Thr Arg Arg Glu Ser Leu Ser Thr Ser Ser Asp Leu Tyr Lys Arg Ser 
370 375 380 

Ser Ser Ser Leu Ala Pro He Gly Gin Pro Phe Tyr Asn Ser Leu Gly 
385 390 395 400 

Phe Ser Ser Ser Pro Ser Pro He Gly Met Pro Leu Pro Ser Gin Thr 
405 410 415 
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Pro Gly His Ser Leu Thr Pro Pro Pro Ser Leu Ser Ser His Gly Ser 
420 425 430 

Ser Ser Ser Leu His Leu Gly Gly Leu Thr Asn Gly Ser Gly Arg Tyr 
435 440 445 

He Ser Ala Ala Pro Gly Ala Glu Ala Lys Tyr Arg Ser Ala Ser Ser 
450 455 460 

Thr Ser Ser Leu Phe Ser Ser Ser Ser Gin Leu Phe Pro Pro Ser Arg 
465 470 475 480 

Leu Arg Tyr Asn Arg Ser Asp He Met Pro Ser Gly Arg Ser Arg Leu 
485 490 495 

Leu Glu Asp Phe Arg Asn Asn Arg Phe Pro Asn Leu Gin Leu Arg Asp 
500 505 510 



Leu He Gly His He Val Glu Phe Ser Gin Asp Gin His Gly Ser Arg 

f tj 515 520 525 

& Phe He Gin Gin Lys Leu Glu Arg Ala Thr Pro Ala Glu Arg Gin Met 
530 535 540 



Val Phe Asn Glu He Leu Gin Ala Ala Tyr Gin Leu Met Thr Asp Val 
545 550 555 560 

Phe Gly Asn Tyr Val He Gin Lys Phe Phe Glu Phe Gly Ser Leu Asp 
565 570 575 



Gin Lys Leu Ala Leu Ala Thr Arg He Arg Gly His Val Leu Pro Leu 
580 585 590 

Ala Leu Gin Met Tyr Gly Cys Arg Val He Gin Lys Ala Leu Glu Ser 
595 600 605 

He Ser Ser Asp Gin Gin Ser Glu Met Val Lys Glu Leu Asp Gly His 
610 615 620 

Val Leu Lys Cys Val Lys Asp Gin Asn Gly Asn His Val Val Gin Lys 
625 630 635 640 

Cys He Glu Cys Val Gin Pro Gin Ser Leu Gin Phe He He Asp Ala 
645 650 655 

Phe Lys Gly Gin Val Phe Val Leu Ser Thr His Pro Tyr Gly Cys Arg 
660 665 670 
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Val lie Gin Arg 
675 



lie Leu Glu His Cys Thr Ala Glu Gin Thr Leu Pro 



680 



685 



He Leu Glu Glu Leu His Gin His Thr Glu Gin Leu Val Gin Asp Gin 
690 695 ^00 

Tyr Gly Asn Tyr Val He Gin His Val Leu Glu His Gly Arg Pro Glu 
705 710 715 

Asp Lys Ser Lys He Val Ser Glu He Arg Gly Lys Val Leu Ala Leu 
725 730 735 

ser Gin His Lys Phe Ala Ser Asn Val Val Glu Lys Cys Val Thr His 
740 745 750 

r Arg Ala Glu Arg Ala Leu Leu He Asp Glu Val Cys Cys Gin 



Ala Ser Arg 
755 



760 



765 



Asn Asp 
( / 770 



Gly Pro His Ser Ala Leu Tyr Thr Met Met Lys Asp Gin Tyr 



775 780 



Ala Asn Tyr Val Val Gin Lys Met He Asp Met Ala Glu Pro Ala Gin 



785 



790 



795 



Arg Lys lie lie Met His Lys He Arg Pro His He Thr Thr Leu Arg 
805 810 815 

Lys Tyr Thr Tyr Gly Lys His He Leu Ala Lys Leu Glu Lys Tyr Tyr 

— - 830 



820 



825 



Leu Lys As 



n Ser Pro Asp Leu Gly Pro lie Gly Gly Pro Pro Asn Gly 



835 



840 



845 



Met Leu 
850 



<210> 3 
<211> 50 
<212> DNA 

<213> Artificial Sequence 



<220> ^ . . 

<223> other nucleic acid from homo sapiens, synthesized 



DNA 



<400> 3 
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c ggccgctttt tttttttttt tttttttttt 



<210> 4 
<211> 17 
<212> DNA 

<213> Artificial Sequence 



<220> . . , 

<223> other nucleic acid from homo sapiens, synthesized 

DNA 



<400> 4 

gttttttttt ttttttc 



<210> 5 
<211> 10 
<212> DNA 

<213> Artificial Sequence 



' <220> 



<223> other nucleic acid from homo sapiens, synthesized 
DNA 



<400> 5 
agggcgtaag 



<210> 6 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> other nucleic acid from homo sapiens, synthesized 



DNA 



<400> 6 

gcatgcctat tggacttggg ga 



<210> 7 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 



12 





<223> other nucleic acid from homo sapiens, synthesized 



<400> 7 

gttggcagtt ctgcaagtag tagt 



<210> 8 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> other nucelic acid from homo sapiens, synthesized 
DNA 

<400> 8 

cccatcacca tcttccagga gc 



<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> other nucleic acid from homo sapiens, synthesized 



DNA 




DNA 



<400> 9 

ttcaccacct tcttgatgtc atcata 



26 
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